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Figure 1 



Bc28.2 
BC28.1 



MKGPFGIILSIIFVRAVSCTEDENRDSWEGATSVEASLKEQIDWIAERYSADLTNKDTS 60 
MKGFFGIILSIIE^I^VSCTEDEKRDSVVEGAISVEASLKEQIDWIiAERYSADLTNKDTS 60 
************************************************************ 

t 

KWNTEEQVKELLNEKAVGIESRLIAIAKEFHKLKSVLCTGVNETPAHVANRVS 120 
KWNTDEKVKELLNEBCAVGIESRLIiAIAKEFHKLKSVLCTGVNETPAHVANRVSP GDAI SM 12 0 
****.*.***************************************************** 



Bc28 2 LYVLPNTHRELSSLKl^IDEWKKVKASDNGTNVIKNIKDDRTNTWFVAHGFKVAELNDVI 180 
Bc28 1 LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 
*********************: i**:**z************************* 

BC28 2 UEKLATWKKLVS HKDMKY I NKVMKKYF DRQKKE- AERLTKKAEKGMS GGKYKVKGY A 237 
Bc28.1 LEKLATVVNELVSHKDMIYINDAMKQNVDKWTKE^ 240 
********..******* ***..**: .*: .** :***: ** : * : **.* * ,* : * 

Bc28.2 APSTWML 244 

Bc28.1 GLSVISLLVAAVAVW 256 
* * 
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Figure 2 

A8 MKGFFGIILSIIFVRAVSCTEDEKRDSVVEGATSVEASLKEQIDWLAERYSADLXNKDTS 60 

BcB MKGFFGIILSIIFVRAVSCTEDEKRDSWEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 

34 01 MKGFFGIILSIIFVRAVSCTEDEKRDTVVEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 

BcA MKGFFGIILSIIFVRAVSCTEDEKRDSWEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 

Robin MKGFFGIILSIIFVRAVSCTEDEKRDSVVEGATSVEASLKEQIDWLAERYSADLTNKDTS 60 

Castres MKGFFGIILSIIFVRAVSCTEDEKRDSVVEGATSVEASLKEQIDWLAERYSADLXNKDTS 60 

A8 KWNTDEKVKEIJjNEKAVGIESRLIAIAKEFHKLKSVLCTGVNETPAHV 120 

BcB KWNTDEQVKELLNEKAVGIESRLLAIAKEFHKL^ 120 

34.01 KWNTNEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLC 120 

BcA KWNTDEKVKELLNEKAVGIE SRLLAIAKEFHKLKS VLCTGVNETPAHVANRVSP GDAI SM 120 

Robin KWNTDEKVKELLNEKAVGIE S RLLAI AKEFHKXKSVLCTGVNETPAHVANRVS PGDAI SM 120 

Castres KWNTDEQVKELLNEKAVGIESRLLAIAKEFHKLKSVLCTGVNETPAHVANRVSPGDAISM 120 

A8 LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

BcB LYVLSITHRELSSLKNKIDEWKKVKASDNGTWIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

34 . 01 LYVLSITHRELSSLKNKIDEWKKVKASDNGTNVIQN 180 

BcA LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

Robin LYVLSITHRELSSLKNKIDEWKKVKASEDGTKVIQNIKDDRTNTWFVAHGFKVAELNDVT 180 

Castres LYVLSITHRELSSLKNKIDEWKKVKASEDGTCT^ 180 
***************************::**:**************************** 

A8 LEKLATVVNELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQG 240 

BcB LEKLATVVNELVSHNDMIYINDAMKQWDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 240 

34 01 LEKVATWNELVS HNDMI YINDAMKQNVDKWNKE- S ERLAMMAEQG I S GAKGKKDGF SF A 239 

BcA LEKIATVWELVSHKDMIYINDAMKQNVDKW 240 

Robin LEKLATVWELVSHKDMIYINDAMKQNVDKWTKEESERLAMMAEQGISGAKGKKDGFSFA 240 

Castres LEKLATWNELVS HNDMI Y INDAMKQNVDKWNKE— SERLAMMAEQG I S GAKGKKDGFS FA 239 
***.********** .********* *******.** ************************* 



A8 GLSVISLLVAAVAVW 256 

BcB GLSVI SLLVAAVAWL 256 

34.01 GLSVI SLLVAAVAWL 255 

BcA GLSVISLLVAAVAVW 256 

Robin GLSVISLLVAAVAVW 256 

Castres GLSVISLLVAAVAWL 255 
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™! ► Met 



AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 60 
AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 60 
************************************************************ 

Fspe3 



CTTCGGAATTATTTTGTCTATTATTTTCGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 120 
CTTCGGAATTATTTTGTCCATTATTTTTGTTCGTGCCGTTAGCTGCACTGAGGATGAGAA 12 0 
****************** ******** ******************************** 

CAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 180 
AAGGGATAGTGTCGTCGAGGGCGCTACGTCCGTTGAAGCCAGCTTAAAGGAGCAGATCGA 18 0 
*********************************************************** 

CTGGCTCGCTGAACGTTATTCCGCTGACXTGACTAACAAAGACACTTCAAAATGGAATAC 240 
CTGGCTCGCTGAACGTTATTCCGCTGACXTGACTAACAAAGACACTXCAAAATGGAATAC 24 0 
************************************************************ 

CGAAGAGCAGGTGAAGGAGCTGTXAAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 
CGACGAGAAGGTGAAGGAGCXGXXGAAIGAGAAGGCTGTXGGCATAGAGXCXCGCCTXCX 300 
*** *** **************** *********************************** 

TGCCAXTGCTAAGGAGXXCCACAAATXGAAGXCCGIXCTGXGCACCGGTGXCAACGAAAC 360 
XGCCAXXGCXAAGGAATXCCACAAAXTGAAGXCCGXTCXGXGCACCGGCGTCAACGAAAC 360 
*************** ******************************** *********** 

XCCCGCICAXGXCGCXAACAGGGXGTCACCCGGAGACGCCAXCTCCAXGCTTTACGTGCT 420 
TCCCGCXCATGXCGCTAACAGGGTGXCACCCGGAGACGCCATCTCCAXGCTCXACGTGCT 4 2 0 
*************************************************** ******** 

BL3 

XCCTAACACXCACAGGGAATXGXCXAGC CX XAAGAATAAGATCGATGAATGGAAGAAGGX 480 
X XCTAXCACIC ACAGGGAAXTGXC IAGCCXTAAGAAXAAGAXCGATGAATGGAAGAAGGT 480 
* *** ****************************************************** 

CAAGGCAICXGACAAIGGCACCAAXGXGAXCAAAAATAXCAAGGACGACAGGACXAACAC 540 
CAAGGCAXCTGAAGATGGCACCAAAGXGAXCCAAAATATCAAGGACGACAGGACXAACAC 5 4 0 
************ **********.****** **************************** 

Cons3.1 

CXGGXXCGTXGCCCAIGGATXCAAGGXAGCTG^GCXCAACGAXGXAACCCXTGAGAAACX 600 

CXGGXXCGXXGCCCATGGATXCAAGGIAGCXGAGCXCAACGATGTCACCCXXGAGAAACX 6 0 0 
********************************************* ************** 

TGCAACAGXGGXXAAAAAAXXGGTGXCCCACAAAGAXAXGAAAXACATIAACAAAGXXAX 660 
TGCAACAGXGGXXAACGAAXXGGXGXCC C ACAAAGATAXGAXX XACAXTAACGACGCXAX 660 
*************** ************************ ********* * * *** 

GAAAAAAIAXTXXGACAGGCAGAAAAAGGAGG CXGAAAGAXXGACCAAAAAGGCCGA 717 

GAAGCAAAACGXXGATAAATGGACCAAGGAGGAGTCXGAAAGAXXGGCCAXGAXGGCXGA 720 
*** ** * **** * ** ******* *********** *** * *** ** 

GAAGGGTAXGXCIGGAGGXAAGXAXAAGGXGAAAGGXXAXGCAGCCCCCXCXACXXGGAX 777 
ACAGGGTAXAXCXGGAGCCAAGGGXAAGAAGGAXGGAXXCTCATXCGCCGGT-CXIAG-X 778 
******* ******* *** **** ***** ****** *** * * 



WO 2005/012343 



PCT/EP2004/051454 



4/19 



Rspe3G 

Stop ^ 

Bc28 2 GC TAJGACCATGC ATACAA GTTGCAACTAACAATTAACATTTTGAAGCCTG-TAC 831 

Bc2 8 " 1 GTCATCAGCCTTCTTGTTGCCGCCGTCGCGGTTGTGGTC TAAGAGGTTAAGAATGACTAT 8 3 8 



******* ** ** * *** * ** * 



Rspe4 Stop Rspe3C 



Bc28.2 TCCTCAATGAGCTC 845 
Bc28.1 TTGTGGGCGTAATG 852 
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Figure 4 

5'UTR r Me< 

A8 aGXCGAIACCICCGAGAAXAGXCIIGXAXIAAXCCIGXCGCXAXXCACAAIGAAGGGIIX 60 

BcB AGTCGATACCTCCGAGAATAGTCTXATATTAATCTTGCCGCTATTCACAATGAAGGGTTT 60 

34 01 AGICGAXACCXCCGAGAAXAGXCIIAXAIIAAXCICGCCGCXAXXCACAAXGAAGGGXXX 60 
Castres AGXCGAIACCICCGAGAAXAGICIXAIATIAAXCIXGCCGCXAlXCACAAXGAAGGGIXI 60 
Robin AGXCGAIACCICCGAGAAXAGXCXIGXAXIAAXCCIGXCGCIAXXCACAAXGAAGGGXXI 60 
BcA AGTCGATACCTCCGAGAATAGTCTTGTATTAATCCTGTCGCTATTCACAATGAAGGGTTT 60 

V************************ ******** * ********************** 

Fspe3 




A8 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

BCB CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

34 01 CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTTCAAAATGGAATAC 240 

Castres CIGGCICGCIGAACGIXAXICCGCXGACIXGACXAACAAAGACACXXCAAAAIGGAAXAC 240 

Robin CTGGCTCGCTGAACGTTAXTCCGCTGACTTGACTAACAAAGACACTICAAAATGGAATAC 240 

BCA CTGGCTCGCTGAACGTTATTCCGCTGACTTGACTAACAAAGACACTICAAAATGGAATAC 240 
************************************************************ 

A8 cGACGAGAAGGIGAAGGAGCIGIIGAAIGAGAAGGCIGIXGGGAXAGAGXCICGCCIXCX 300 

BCB CGACGAGCAGGTGAAGGAGCTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

34 01 CAACGAGCAGGTGAAGGAACTGTTGAATGAGAAGGCTGTTGGCATAGAGTCTCGCCTTCT 300 

Castres CGACGAGCAGGIGAAGGAGCIGIXGAAXGAGAAGGCIGIIGGCAXAGAGICICGCCIXCX 300 

Robin CGACGAGAAGGTGAAGGAGCTGTTGAATGAGAAGGCXGTTGGCATAGAGTCTCGCCTTCT 300 

BcA CGACGAGAAGGIGAAGGAGCXGIXGAAIGAGAAGGCIGXIGGCAXAGAGICXCGCCIXCI 300 
* ***** ********** ***************************************** 



TGCCAXIGCIAAGGAAXXCCACAAAXIGAAGXCCGIXCIGIGCACCGGCGICAACGAAAC 
IGCCAIXGCIAAGGAAIXCCACAAAIXGAAGICCGIICIGIGCACCGGCGICAACGAAAC 
XGCCAIXGCIAAGGAGIICCACAAAXTGAAGXCCGIICIGXGCACCGGCGICAACGAAAC 
XGCCAXIGCIAAGGAGIICCACAAAIIGAAGXCCGIICIGXGCACCGGCGICAACGAAAC 
IGCCAIXGCIAAGGAAXICCACAAAIIGAAGXCCGXXCXGIGCACCGGCGICAACGAAAC 
XGCCAXXGCIAAGGAAIICCACAAAXIGAAGXCCGTXCIGIGCACCGGCGICAACGAAAC 
*************** ******************************************** 

XCCCGCXCAXGICGCIAACAGGGXGXCACCCGGAGACGCCAXCXCCAXGCICXACGIGCX 
ICCCGCXCAXGICGCIAACAGGGXGXCACCCGGAGACGCCAXCICCAIGCXIXACGIGCX 
TrrrRrTrATRTrRCTAACAGGGXGICACCCGGAGACGCCAXCICCAIGCXIXACGIGCX 



XCCCGCXCAIGXCGCXAACAGGGXGXCACCCGGAGACGCCAXCXCCAXGCXCIACbl^i 
ICCCGCICAIGICGCIAACAGGGXGXCACCCGGAGACGCCAXCXCCAXGCXCIACGIGCX 
************************************ ************** ******** 



WO 2005/012343 



PCT/EP2004/051454 



6/19 



AS TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 480 

TTCTATCACTCACAGGGIUVTTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT «n 
TTCTATCACTCACAGGGAATTGTCTAGCCTTAAGAATAAGATCGATGAATGGAAGAAGGT 
; aqtres T TC TATCACTCACAGGGAATTGTCTAGCCTTAAGAAT AAGATCGATGAATGGAAGAAGGT 480 
Castres ll^i^i^^ 480 



BcB 



480 



Robin T TCTATCACTCACAGGGAATTGTCTAGCC TTAAGAATAAGATCGATGAAXGGAAGAAGGT 
BCA TTCTATC ACTC ACAGG GAATTGTCTAGCC T TAAGAATAAGATCGATGAATGGAAGAAGGT 480 

***************************************************** 




A8 

BcB 

34.01 

Castres 

Robin 

BcA 
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Rspe3C 



A8 GTGGGCGTAATG 852 

BcB GTGGGCGTAATG 852 

34.01 GTGGGCGTAATG 849 

Cast res GTGGGCGTAATG 849 

Robin GTGGGCGTAATG 852 

BcA GTGGGCGTAATG 852 
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Figure 5 



Lane 1 2 



10.000 bp 

1500 bp 
500 bp 




BEST AVAILABLE COPY 



WO 2005/012343 



PCT/EP2004/051454 



9/19 



Figure 6 
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Figure 8 
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Figure 9 
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Figure 10 
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Figure 12 
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Figure 13 (continued) 
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Figure 14 
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